single library snp calling command
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samtools-0.1.17/samtools  mpileup -C50 -Auf GRCh37-lite.fa  -r $region $library1.bam | samtools-0.1.17/bcftools/bcftools view -bvcg - > $library/$region.bcf
samtools-0.1.17/bcftools/bcftools view $library/$region.bcf > $library/$region.vcf
samtools-0.1.17/bcftools/bcftools view $library/$region.bcf | samtools-0.1.17/bcftools/vcfutils.pl varFilter -D1000 > $library/$region.varFilter.vcf
(and then the per-region files are combined into a single file)
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